ZOOLOGY

|

MBI PRACTICE TEST

—

Which of the following bonds is not present in a
DNA double helix?

(1) Phosphodiester bond

(2) N-glycosidic bond

(3) Hydrogen bond

(4) Peptide bond

In a DNA strand, the phosphate group is linked to
the:

(1) 3' OH of a nucleoside

(2) 5' OH of a nucleoside

(3) 2' OH of a nucleoside

(4) 1' C of a pentose sugar

Histones are rich in which set of amino acids?

(1) Lysine and Arginine

(2) Aspartic acid and Glutamic acid

(3) Histidine and Valine

(4) Alanine and Glycine

If the distance between two consecutive base pairs
is 0.34 nm and the total number of base pairs of a
DNA double helix in a typical mammalian cell is
6.6x10° bp, the length of the DNA is approximately:
(1) 2.0 meters (2) 2.2 meters

(3) 2.5 meters (4) 2.7 meters

Taylor conducted experiments to prove
semiconservative replication on:

(1) Vicia faba using radioactive thymidine

(2) E. coli using*>N

(3) Drosophila using radioactive uracil

(4) Bacteriophage using radioactive sulfur

Which enzyme removes the RNA primer and
replaces it with deoxynucleotides during DNA
replication in prokaryotes?

(1) DNA Ligase

(2) DNA Polymerase I

(3) DNA Polymerase III

(4) Primase

1.

S0y €9t efetaxd (DNA double helix) # fAmferRad
# ¥ 39 A1 99 (bond) AIS[E &l BT 57

(1) BRBIFSURER §¢

(2) H—TasaINfSH 9

(3) BRI

(4) TeTse 9y

ST o9 (strand) H, BT WE [HEd e
BT 87

(1) FfFerararss & 3'OH 9

(2) FfFeraraTss & 5' OH 9

(3) fFeraraTsS & 2'OH 9

(4) VoS IHT B 1'CH

eI e o ol H Hqg BId 57

(1) =R 8k enfSif=

(2) THIEH T 3R TeTAe 3T

(3) BRI iR afer

(4) TaIf 3R TersRE

e & SR &R A1 (base pairs) & a9 &1 10
0.34 nm g 3R T& AT SN HIRIGT § SIYAY
S Bfeldd & fel &R I d T 6.6x10° bp
2, Al SITAT B TS I THIT BRI

(1) 2.0 #rex (2) 2.2 #rex

(3) 2.5 Hrex (4) 2.7 frex

TR = 3EAReEl (semiconservative) UG T Rig
A B o1y fg oR wanT fag?

(1) Vicia faba (fARrar %ar) w fearrt oagfsH
BT ITANT PRSD

(2) E- coli iR 15N &1 IYIRT T

(3) Drosophila TR AT IR BT STANT HRD
(4) SFEERADS TR ASARMT TehbR BT STANT TRD
b RACH H YT U & SR ARYAY TGHR
(RNA primer) &1 g2 3R U SRilRIY[dericEs
W IS BT BRI DI AT TASH Bl 57

(1) STAY g (DNA Ligase)

(2) 1Y drefFRSt 1 (DNA Polymerase I)

(3) ST dref Rt 111 (DNA Polymerase I1I)

(4) uTSHST (Primase)
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(1) B-galactosidase
(2) Permease

(3) Repressor protein
(4) Transacetylase

() ] MBI

7. In the Hershey-Chase experiment, the viral DNA [ 7.  &Y—3<1 (Hershey&Chase) WA H, aRRA SITAY
was labeled with: 3! fa AHifdha (label) far Tam or?
(1) 2P (2) S (3) BN (4) “C (1) 2P (2) S (3) BN (4) “C

8. The presence of which sugar in a nucleotide | 8. = aIcigs H fhd THT B IURATT ARy w5 |
specifically confers additional stability to DNA over JRYAY BT J-T H SITAY Bl 3ffcReh ReRAT ga
RNA? BT 87
(1) Ribose with 2'-OH group (1) 2'-OH |Hg dTell M4
(2) Deoxyribose without 2'-OH group (2) 2'-OH FE & 31T SRifRIRIgarS
(3) Hexose sugar (3) TFATST BT
(4) Glucose (4) @

9. In a transcription unit, the promoter is located | 9. U 3IJci@™ $d1s (transcription unit) ¥, TR
towards: (promoter) @al Rerd Brdr 87
(1) 5' end of the structural gene (with respect to (1) TREAHS S @ 5' R BT 3R (SHeIT 59D
template strand) P de #)
(2) 3' end of the structural gene (with respect to (2) HREATHD S & 3' R BT 3R (DI 59D
coding strand) P de #)
(3) 5' end of the structural gene (with respect to (3) HREATHD S & 5' RN BT 3R (DI 59D
coding strand) P A H)
(4) All of the above (4) SR |

10. Splicing represents the dominance of the: 10. R=aRHT (Splicing) fd® T I g2 57
(1) DNA world (1) Sy ST (DNA world)
(2) RNA world (2) 3MRUAY STd (RNA world)
(3) Protein world (3) uréE STa (Protein world)
(4) Lipid world (4) oIS STa (Lipid world)

11.  Which codon acts as both a start codon and codes | 11. &9 AT ®Ied (codon) T ®IeH AR AR™MN
for Methionine? (Methionine) G @ foTT B HaT 27
(1) UAA (2) UAG (1) UAA (2) UAG
(3) AUG (4) UGA (3) AUG (4) UGA

12. During translation, the first phase is the: 12, 3rgared (Translation) @& SR, USET AROT DI AT &7
(1) Binding of mRNA to ribosome (1) RT3EM 4 MRNA &1 T
(2) Recognition of DNA molecule (2) SIUAY Y B A
(3) Aminoacylation of tRNA (3) tRNA &7 MR (Aminoacylation of tRNA)
(4) Peptide bond formation (4) UeTSS §¢ BT AT

13. In the lac operon, the i gene codes for: 13. <9 IR F, i S fhdd v #re &xar 287

(1) p—TreraeiRrsst

(2) 9Tt (Permease)

(3) THIHRI W (Repressor protein)
(4) TiATHCETSeS (Transacetylase)
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14,

15.

16.

17.

18.

The human genome is said to have approximately
how many nitrogenous bases?

(1) 3x10°bp (2) 6x10° bp

(3) 3x10°bp (4) 3.3x10° bp

VNTRs belong to a class of satellite DNA referred to
as:

(1) Microsatellite

(2) Minisatellite

(3) Megasatellite

(4) Macrosatellite

Statement I: The genetic code is unambiguous
and specific.

Statement II: One codon codes for only one
amino acid.

(1) Both Statement I and Statement II are correct.
(2) Both Statement I and Statement II are incorrect.
(3) Statement I is correct but Statement II is
incorrect.

(4) Statement I is incorrect but Statement II is
correct.

Statement I: The coding strand in a transcription
unit is transcribed into mRNA

Statement II: The coding strand has the same
sequence as RNA except that thymine is replaced
by uracil.

(1) Both Statement I and Statement II are correct.
(2) Both Statement I and Statement II are incorrect.
(3) Statement I is correct but Statement II is
incorrect.

(4) Statement I is incorrect but Statement II is
correct.

Statement I: In eukaryotes, the primary
transcript (hnRNA) contains both exons and
introns.

Statement II: hnRNA undergoes capping, tailing,
and splicing to form functional mRNA

(1) Both Statement I and Statement II are correct.
(2) Both Statement I and Statement II are incorrect.
(3) Statement I is correct but Statement II is

incorrect.

14.

15.

16.

17.

18.

AT SO H JUaT fead Aol &R
(nitrogenous bases) 1 &7

(1) 3x10°bp (2) 6x10° bp

(3) 3x10°bp (4) 3.3x10° bp

VNTRs SUUE SIU-Y (satellite DNA) & ford a7t &
wefad 7

(1) ArgshICaTse (Microsatellite)

(2) fAFiRIeaTge (Minisatellite)

(3) FTRICeTse (Megasatellite)

(4) FpRicaTse (Macrosatellite)

% 1 3MgdRrh oe (Genetic code) 3rdfaTe
(unambiguous) 3R faf¥re T 2 |

S I1: Toh IS baal U ST o & oY Bls
HRAT & |

(1) B I 3R ®o 11 S+ T8 8 |

(2) B I IR B 11 QM1 TTard & |

(3) ®¥H 1 &I & oifh U 11 TeAd & |

(4) BU [ Tad & AfhT B 118 B |

DU I TG gDbls H DIST Io9db (coding
strand) mRNA # 31ciRad 81T 2 |

DU 11 DI ISGIh BT AHH ARYAT & A
BT 2, e g9 & oamsfie @ se R Bia
=

(1) B 1 3R ®o 11 S T8 8 |

(2) BU I 3R B 11 M1 Tard & |

(3) ®¥H 1 &I & oifh U 11 TeAd & |

(4) BUF I Tad & AfhT B 1198 B |

$UF I: JoiRACE H, WeIf#He ufdera (hnRNA) H
TR (axon) 3R SE (introns) &1 81T € |

B I1: hnRNA BT mRNA S99 & forg S,
feiT iR Rt & ToiRar 2 |

(1) B I 3R Ho 11 S+ T8 8 |

(2) BU I IR B 11 M1 TTard # |

(3) ®¥H 1 &I & oifh U 11 TeAd = |
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19.

20.

21.

22.

(4) Statement I is incorrect but Statement II is
correct.

Statement I: DNA fingerprinting involves
identifying differences in some specific regions in
DNA sequence called repetitive DNA

Statement II: Repetitive DNA sequences code
for essential structural proteins.

(1) Both Statement I and Statement II are correct.
(2) Both Statement I and Statement II are incorrect.
(3) Statement I is correct but Statement II is
incorrect.

(4) Statement I is incorrect but Statement II is
correct.

Statement I: Regulation of the lac operon by the
repressor is referred to as positive regulation.

Statement I1: The repressor protein binds to the
operator region and prevents RNA polymerase from
transcribing the operon.

(1) Both Statement I and Statement II are correct.
(2) Both Statement I and Statement II are incorrect.
(3) Statement I is correct but Statement II is
incorrect.

(4) Statement I is incorrect but Statement II is
correct.

Assertion (A): DNA replication is continuous on
the template strand with polarity 3'— 5'.

Reason (R): DNA polymerase can polymerize
nucleotides only in the 5'—3' direction.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): The genetic code is degenerate.

Reason (R): Some amino acids are coded by more
than one codon.

19.

20.

21.

22.

(4) B I Tad 8 ifh B I8 B |

o I: SUY BRI # Sy arged ¥ o
faftre &=t # ofeR @ gga™ & AwfHe & R
Y-RIgRY ST (repetitive DNA) B&T SITdT 2 |
H I1: GARIRT SIUAY kA ATIID FRAAHD
e & o @ - 2 |

(1) B 1 3R Ho I S T8 & |

(2) B [ 3R b 11 SF1 Tad 2 |

(3) U 1 H2I & IfdT H 11 7e1d B |

(4) B I Tad 8 i B I8 B |

BT [ THABNI (repressor) §RT Ha MURA BT
A RIS 99 (positive regulation) wEeTdr
g

HU I1: TATHRI YIS 3ITINeR &3 9 T 2 3R
JRUAY UIATARST DI AR BT geiRad BT A
RIT 2 |

(1) B 1 3R H 11 S+ T8 & |

(2) B [ 3R B 11 SF1 Tad 2 |

(3) U 1 92l & ifdT H 11 Te1d B |

(4) U 1 Tad & <ifh B I e § |

JAHT (A): SITY UfAPfT 3'— 5' gadm drel SHIeie
I59ld TR |dd (continuous) BT F |

R (R): SIUAY UIeiRSl J[AACISs B Hac
5'3' fa=n 3 €1 9gataidd (polymerize) TR AT 2 |
(1) A SR R TFI 9 & 3R R, A &1 T&T & § |

(2) A IR R GFI I € offh R, A &1 el T
Tl 2|

(3) A 9 € JIfdhd R 39T © |

(4) A 39T 8 IfbT R I B |

B (A): JATARIB B ARG (degenerate)
BT © |

FHROT (R): BB AT 37 T W 1% HIe gRI
Hrs by I & |
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23.

24,

25.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): The uneven packaging of
chromatin results in heterochromatin and
euchromatin.

Reason (R): Heterochromatin is loosely packed
and transcriptionally active.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): In the Meselson and Stahl
experiment, >N was used as a radioactive isotope
to track DNA replication.

Reason (R): N is a heavy isotope of nitrogen,
not a radioactive isotope, and can be separated
by density gradient centrifugation.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): RNA is less stable than DNA

Reason (R): RNA has a 2'-OH group in the ribose
sugar which makes it a reactive and catalytic
molecule.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

23.

24.

25.

(1) A 3R R SFT 9 & 8IR R, A &1 TET IR&TT § |

(2) A 3R R GFI 9 € offd R, A &1 2l Srem
T8 B |

(3) A I ® Ifbd R 39T B |

(4) A 31T & oIfhT R 9T § |

Iffrmed (A): wafed & ergaE afiiT @
JRUIARERY BeRIhIHICT 3R JehIHIST a9 B |

PR (R): TSRIBIART el ®U I G 8IaT 8 3R
3Tera A BT 7 |

(1) A 3R R SFT 9 & 8IR R, A &1 T&T IR&TT § |

(2) A 3R R GFI 9 € offd R, A &1 2l SFrem
T8 B |

(3) A 9 ® Ifbd R 39 © |

(4) A 31T & oIfhT R 9T § |

B (A): FHIT IR Wl & WART H, STy
UIAPIA BT b R & [y NSARHAT MSHICY B
U H 15N &1 SYAET fhar AT o |

BRI (R): 1N ATSSIO &7 U HRI MM T,
e smgwe 9E, iR T wWw@ wavrar
HAETRISTE §RT 37T T S HavaT 2 |

(1) A 3R R SFT 9 & 8IR R, A &1 T&T QIR § |

(2) A 3R R GFI 9 € offd R, A &1 ol ST
T8 B |

(3) A I ® Ifbd R 39 B |

(4) A 31T & oIfthT R 9T B |

BT (A): 3RYAY SITAY BT ol H HH ReR
BIC € |

PRI (R): JIRYAY H A8 BT H 2'-OH FYE
BT 2 S 39 U ufafhareier oiR SR 370] 7T
2l

(1) A 3R R SFT 9 & 8IR R, A &1 T&T IR § |

(2) A 3R R GFI 9 € offd R, A &1 2l Srem
T8 B |
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26.

27.

28.

29.

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): HGP resulted in the identification
of SNPs (Single Nucleotide Polymorphisms).
Reason (R): SNPs help in finding chromosomal
locations for disease-associated sequences and
tracing human history.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): A termination codon does not have
any tRNA

Reason (R): Termination codons (stop codons)
signal the end of translation.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Assertion (A): The lac operon is an inducible
operon.

Reason (R): It turns on only when the substrate
(lactose) is present.

(1) Both A and R are true and R is the correct
explanation of A

(2) Both A and R are true but R is NOT the correct
explanation of A

(3) Ais true but R is false.

(4) Ais false but R is true.

Match the Scientist with their contribution:
ColumnI Column II

Scientists Contribution

26.

27.

28.

(3) A 9 § Ifbd R 39 § |

(4) A 39T & Ifhd R T 2 |

Iffwea (A): HGP & uRvITFRawY SNPs (Ve
<faeRiicigs 9gwudT) &1 Ugar g |

HROT (R): SNPS T ¥ S SIehAl & oY TOREAI
Ml BT @roH iR AT A8 &7 gl o T #
HEE B 2 |

(1) A 3R R SFT 9 & 8IR R, A &1 T&T IR&TT § |

(2) A 3R R GFI I € oifd R, A &I 2l Srem
T8 B |

(3) A I § Ifbd R 39 B |

(4) A 39T & oIfthT R 9T § |

AfAHYE (A): FHUS HISH (termination codon)
@ U9 BIs tRNA 21 BIT 2 |

HROT (R): FAYA IS (1T DIeiA) AJTGT B
3T BT HHd <d & |

(1) A 3R R SFT 9 & 8IR R, A &1 T&T IR § |

(2) A 3R R GFI 9 € offd R, A &1 2l Srem
T8 B |

(3) A I § Ifd R 39 B |

(4) A 31T & oIfhT R 97 § |

AfAHAA (A): lac 3R U IRT (inducible) 3R
2l

FHROT (R): T dael d9 dlel BT & o9 fHamR
(cfaereT) AiS[E BT B |

(1) A 3R R SFT 9 & 8IR R, A &1 T&T IR&TT § |

(2) A 3R R GFI 9 € offd R, A &1 2l Srem
T8 B |

(3) A I ® Ifbd R 39T B |

(4) A 31T & oIfhT R 9T § |

29. IS BT I JNTSE & A1 BT P -

CAIC A | Hied 11
CELIRED TSI
(a) frftrer (i) ardf—we
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(a) Griffith (i) Semi-conservative DNA SINGICINCAR]
replication (b) &Y 3R =T (ii) uteRor Rigia
(b) Hershey & Chase (ii) Transforming Principle (c) AT IR T (iii) S9 sfereT Afse
(c) Meselson & Stahl (iii) Double Helix Model (d) arcE+ 3R fhap (iv) I8 S g7
(d) Watson & Crick (iv) Unequivocal proof that SITAY Tafres ARl 2
DNA is genetic material (1) a-ii, b-iv, c-i, d-iii  (2) a-ii, b-i, c-iv, d-iii
(1) a-ii, b-iv, c-i, d-iii  (2) a-ii, b-i, c-iv, d-ii (3) a-iv, b-ii, c-i, d-iii  (4) a-ii, b-iv, c-iii, d-i
(3) a-iv, b-ii, c-i, d-iii  (4) a-ii, b-iv, c-iii, d-i 30. USISH &I S9d dr & A1 A o
30. Match the Enzyme with its function: Hicq 1 Picd 11
Enzymes Function (a) Tl (i) SIUT TS (3MhToteD]
(a) Helicase (i) Joins DNA fragments chsl) P SISl ©
(Okazaki fragments) (b) STTAY AT (ii) STy BT BT Wieran
(b) DNA Ligase (i) Unzips the DNA helix (unzips) &
(€) IRV UTIHRS (iii) Sl SAY gRaer §
(c) RNA Polymerase (iii) Adds nucleotides to the veg?muldss SirSdT 8
growing DNA chain (d) ST YreirF RS (iv) SITAY SHele |
(d) DNA Polymerase (iv) Synthesizes RNA from TRUT T AT PRl &
DNA template (1) a-ii, b-iii, c-iv, d-i  (2) a-ii, b-i, c-iv, d-iii
(1) a-ii, briii, c-iv, d-i (2) a-ii, b-i, c-iv, d-ii (3) a-iii, b-i, c-ii, d-iv  (4) a-i, b-ii, c-iv, d-ii
(3) a-iii, b-i, c-ii, d-iv  (4) a-i, b-ii, c-iv, d-iii 31. P BT T 3T & AT A= o
31. Match the Codon with the Amino Acid: ARSI AT 3T
Codons Amino Acid (a) UUU (ORGIERE]
(a) UUU (i) Glycine (b) GGG (ii) BfreTTatf=
(b) GGG (ii) Phenylalanine (c) CcC (iii) ==
(c) CCC (iii) Lysine (d) AAA (iv) "rei =
(d) AAA (iv) Proline (1) @i, b-i, c-iv, d-iii  (2) a-ii, b-iv, c-i, d-ii
(1) a-ii, bi, c-iv, d-iii  (2) a-ii, b-iv, c-i, d-ii (3) a-i, b-ii, c-iv, d-iii  (4) a-iii, b-i, c-iv, d-ii
(3) a-i, b-ii, c-iv, d-iii  (4) a-iii, b-i, c-iv, d-ii 32. <gd SFMHT H ofdd A, B, 3R C & ugdaH :
32. Identify the labels A, B, and C in the Central Dogma: DNA __ A~ . DNA; DNA _8 . mRNA; mRNA
DNA _ A, DNA; DNA _ 5 ., mRNA; mRNA __c_ . Protein.
_ ¢ . Protein.
(1) A-Replication, B-Translation, C-Transcription (1) A—sfcrpfa, B—argaras], C—arel
(2) A-Replication, B-Transcription, C-Translation (2) A—fdpia, B—3Tgerad, C—3rgdra
(3) A-Transcription, B-Replication, C-Translation (3) A—3Tgered, B—ufdepida, C—argara
(4) A-Translation, B-Transcription, C-Replication (4) A—3TaTe, B—ardetad, C—yfadpfd
33. Inanucleosome structure, the negatively charged | 33.  =IfFer M H¥aHT H, UMD B W AR SIYAY

DNA is wrapped around a positively charged histone
octamer. Which histone molecule links the
nucleosomes (linker DNA)?

(1) H, (2)H,

TS ®Y W IMIRT FEH 3ed & aRI IR
foger grar 2| @ W1 RN o] <Jfdeardd o
Siredr © (feiex Siueg)?

(1) Hy, (2)Hy
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(g MBI
B)H, (4)H, B)H, (4)H,
34. Match the RNA with its function: 34. JIRTY BT 9B B & A AT B
RNA Types Function/Role RNA Types Function/Role
(a) mRNA (i) Adapter molecule (a) mRNA (i) 3rdmetd (Adapter) 31T
(b) tRNA (i) Structural and catalytic (b) tRNA (i) FREATHS 3R SORD
role fHrepT
(c) rRNA (i) Template for protein (c) rRNA (i) IEN Hveryr & forw
synthesis SRV [
(d) hnRNA (iv) Precursor of mRNA (d) hnRNA (iv) mRNA &1 W
(Precursor)
(1) a-iii, bei, c-ii, d-iv  (2) aii, bii, c-i, d-iv (1) a-iii, bei, c-ii, d-iv  (2) aii, bii, c-i, d-iv
(3) a-ii, b-i, c-iii, d-iv  (4) a-i, b-iii, c-ii, d-iv (3) a-ii, b-i, c-iii, d-iv  (4) a-i, b-iii, c-ii, d-iv
35. If a hybrid DNA molecule (**N-1“N) is allowed to | 35. afg U& @iEfds Svav arp (°N-#N) &I AMRI
replicate twice in a normal N medium,what 15N H1eTd H T IR Ui B DI A
percentage of the resulting DNA molecules will &SI 2, A1 uRomHT SIgEY 319gait T faam wfrera
be hybrid ( *>N- *N)? grsfas ((5N- “N)BrTT?
(1) 25% (2) 50% (1) 25% (2) 50%
(3) 75% (4) 100% (3) 75% (4) 100%
36. DNA template strand has the sequence 3'- | 36. U® SIUAY <l Y59l HI 3ghd 3'-TACGAT-5'
TACGAT-5'". What is the sequence of the transcribed 2 | geIRad mRNA &1 TshH T BINTT?
MRNA?
(1) 3-AUGCUA-5'  (2) 5'-ATGCTA-3' (1) 3-AUGCUA-5'  (2) 5'-ATGCTA-3'
(3) 5-AUGCUA-3'  (4) 3'-UACGAU-5' (3) 5-AUGCUA-3'  (4) 3'-UACGAU-5'
37.  thelac operon, a mutation occurs in the 'i' gene | 37. lac R #, i SI9 #H Udh IARIAH &Iar & Sl
preventing the synthesis of the repressor. What THIBRI (repressor) & HIAYU BT Jbhal & | IfS
will be the status of gene expression if lactose is SISt SIURIT © Al Si afvedith &1 Rerfcr @n
absent? BrfT?
(1) Operon will not be expressed. (1) 3MURTH ah T8l BT |
(2) Operon will be expressed constitutively. (2) MURTF |IT WU A (constitutively) =B BT |
(3) Operon will be expressed only for a short time. (3) MR D offs FHI & folu =B BT |
(4) Only the 'Z' gene will be expressed. (4) Dad 'z SN9 2B BN |
38. ich of the following is incorrect regarding the | 38. #™d STFM URATSHT (HGP) & aR # faferRad #

Human Genome Project (HGP)?
(1) Less than 2% of the genome codes for proteins.

(2) Chromosome 1 has the most genes (2968).
(3) The Y chromosome has the fewest genes.

(4) Repeated sequences make up a very small
portion of the human genome.

A DI AT Terd 87

(1) STHM BT 2% | 91 & 1 U @ forg are
FRAT B |

(2) TIF 1 # e 31 i (2968) ¥ |

(3) Y TR H HeH FHH oA T |

(4) <rE¥q 7Y 31hH (Repeated sequences) AT
SHM @1 984 Bl R a9 2 |
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39.

40.

41.

42.

43.

44,

During protein synthesis, the ribosome moves from

codon to codon along the mRNA This movement

is called:

(1) Transposition

(2) Translocation

(3) Transformation

(4) Transcription

If an organism's DNA contains 20% Adenine, what

is the percentage of Guanine?

(1) 20% (2) 30%

(3) 60% (4) 80%

In split genes, the coding sequences are called
and the intervening sequences are called

(1) Introns, Exons (2) Exons, Introns

(3) Cistrons, Introns (4) Exons, Cistrons

Why does the synthesis of the lagging strand occur
in discontinuous fragments (Okazaki fragments)?

(1) DNA polymerase is not efficient enough.

(2) DNA polymerase can only polymerize in 5' —3'
direction and the template runs 5'»3".

(3) The lagging strand template has 3'»5' polarity.
(4) The lagging strand template has 5'—3' polarity,
so synthesis must be 5'»3' away from the
replication fork.

Which of the following features makes RNA liable
to mutate faster than DNA?

(1) Itis single-stranded.

(2) It contains Thymine.

(3) It is more stable chemically.

(4) It is single-stranded and the presence of 2'-OH
group.

Southern Blotting is a technique used in DNA
fingerprinting. It involves the transfer of DNA from:

(1) Gel to Nitrocellulose membrane
(2) Nitrocellulose membrane to Gel
(3) Gel to Autoradiogram
(4) Nucleus to Cytoplasm

39.

40.

41.

42.

43.

44,

TS HYeIHUT & SR, ISaAH mRNA & 1T Udh
DIEM TR PRSI DI AR 9T & | 9 (T BT a1
HET ST 87

(1) graaifsrer

(2) T (Translocation)

(3) TIRABIHIA

(4) grafbeer

If fadl S & Sy # 20% TS 2, AT et
BT Ffrerd &1 geTre

(1) 20% (2) 30%

(3) 60% (4) 80%

fveh ST (split genes) # BIST I gspAi T __
PET AT & AR Feddl AJhAl DI HaEl
T 2 |

(1) g, v (2) T, 38

(3) RiegiA, g7 (4) TeriT, RigA

ST 59 (lagging strand) T | 31
Thel (SNBISD Theh) H Fat BT 27

(1) SITIY UIelFRSl T {8 & |

(2) SIUFY WISl dadd 5' —»3' faem § &
TEADIDPRYT PR AT & IR THIele 5' —3' I & |
(3) AT I59® Sele # 3'»5' ¢aar Bl 2|
(4) ST Tou[@ eele § 5'53' gadr B ¥,
Sl HReyoT Uil fgeme (fork) | SR 5'—3'8FT
=R |

fAferRad # | 319 Y faRar eTRYAY &1 gy &
G H <ol 3 ScaRafci] B & foly SRR §dT 87
(1) 78 RiTa—sS 2 |

(2) ¥ g B g |

(3) T WG ©U F Afd ReRr B

(4) I8 RITI—ESS 7 3R 2'-OH FE & SuReIf

W& ST (Southern Blotting) U& ddb-iia & fordan
SUINT Ay TR #§ fpar omar €1 g
SITAY BT ARV FHEN F HEl 28Il § -

(1) Sl ¥ TgEIIeYers f3reet e

(2) g f3reel | ol dd

(3) oIt & SifeIRfSII™ d®

(4) Dsd A PIRHET dP
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45.

What is the role of the (sigma) factor in prokaryotic
transcription?

(1) It terminates transcription.

(2) It initiates transcription by binding to the
promoter.

(3) It elongates the RNA chain.

(4) It unwinds the DNA helix.

45.

A RANCH TFerE H (RvT) R D1 a1 JfADT
2?

(1) T2 MG BT FATK HaT 2 |

(2) I% gAY & FEIR e Y Bl 2|

(3) T8 ARYAY &GAT Bl ofdl B & |
(4) T8 v Bfera™d &I @rerar g |
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PRACTICE PAPER ANSWER-KEY (ZOOLOGY)

Q. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
Ans. 4 2 1 2 1 2 1 2 3 2 3 3 3 1 2
Q. 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30
Ans. 1 4 1 3 4 1 1 3 4 1 1 2 1 1 2
Q. 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45
Ans. 1 2 3 1 1 3 2 4 2 2 2 4 4 1 2




